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This study analyzes for the first time the residence time distribution in a size-exclusion
simulated moving bed (SMB) process. In an SMB, the raffinate port is located down-
stream from the feed port, whereas the extract port is located upstream from the feed
port. The location of the product ports and periodic port movement results in a resi-
dence time distribution that strongly depends on solute injection time. The earlier a
fast-mouving solute is injected during the switching period, the earlier it exits the raffinate
port. In contrast, the earlier a slow-moving solute is injected during the switching period,
the later it exits the extract port. Furthermore, only a fraction of the stream is drawn as
the raffinate product or the extract product. The rest is recycled. The recycle results in
the splitting of a differential pulse into a pulse train with diminishing magnitude. The
shape of the pulse train depends on the pulse injection time. A large recycle ratio, which
results from a low selectivity, causes a long decay of the pulse train and increases tailing
of the residence time distribution curve. Mass-transfer effects broaden the pulse train
and the residence time distribution. To shorten the residence time of a fast-moving
solute, one can increase the flow rate of zone I, decrease the length of zone III, or feed
during the first half of the switching period. To shorten the residence time of a slow-
moving solute, one can decrease the flow rate of zone III, decrease the length of zone II,
or feed during the second half of the switching period. Rate model simulations show

Residence Time Distribution in a Size-Exclusion

that these strategies can significantly reduce the residence time of insulin in SMB.

Introduction

Insulin is an important therapeutic protein for the treat-
ment of diabetics. The demand of high-purity insulin results
in extensive purification steps in production. At present, in-
sulin is separated and purified through many batch chro-
matography steps (Kroeff et al., 1989; Ladisch and Kohlmann,
1992). A previous study showed that the batch size-exclusion
chromatography can be replaced with a tandem SMB process
(two SMB units in series), which has higher yield, higher
throughput, and lower mobile phase consumption (Xie et al.,
2002). As shown in Figure 1, pro-insulin (HPI) is removed
from the raffinate port in the first SMB (Ring I). The efflu-
ent from the extract port of Ring I is collected and loaded
into the second SMB (Ring II), where insulin is separated
from ZnCl,.

Long residence time of a protein in SMB may result in
aggregation or denaturation. This possibility raises concerns
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in the use of SMB for protein purification. For this reason, it
is important to understand the residence time of a solute in
SMB and to find effective strategies to reduce its residence
time if needed.

In batch chromatography, a small pulse is dispersed by
mass-transfer effects as it migrates through a column. As a
result, molecules in the pulse have different residence times,
or a distribution of residence times. Some solutes leave the
column early, but others late. This distribution can be esti-
mated by injecting a small pulse into the column at some
time ¢=0 and then measuring the concentration C in the
effluent stream as a function of time, which is defined as the
residence time distribution function (RTD) (Danckwerts,
1953).

The RTD in batch chromatography is easy to predict be-
cause there is only one product port, and the port is located
at a fixed position. Moreover, all the solutes experience the
same flow rate. However, in a four-zone SMB, the raffinate
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Figure 1. Tandem SMB process for insulin purification.

product port is located downstream from the feed port,
whereas the extract product port is located upstream from
the feed port. The ports also move periodically along the mo-
bile phase flow direction. The four zones have different flow
rates and some portion of effluent stream is recycled within
the SMB. For these reasons, the RTD in the SMB is more
complicated than in batch chromatography.

The major objective of this study is to clarify the residence
time characteristics in an SMB process. Local equilibrium
analysis is developed for systems without mass-transfer ef-
fects (ideal systems) in order to understand the effects of pe-
riodic port movement and recycle. Simulations based on a
detailed rate model are then used to understand the effects
of mass transfer in a nonideal system, which include axial
dispersion, film mass transfer, and intraparticle diffusion. Ef-
fects of selectivity and throughput on residence time are also
investigated. Based on the results of the analysis, strategies
to shorten the residence time of insulin in a tandem SMB are
formulated and tested using rate model simulations.

The results show that the residence time of insulin in a
tandem SMB strongly depends on the injection time. In the
first ring, insulin is the slow-moving solute and it is recovered
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Figure 2. RTD for a pulse.

(a) RTD measurements; (b) batch chromatography without
mass-transfer effects (ideal system); (¢) SMB without mass-
transfer effects (ideal system).

in the extract port. Since the extract port is located upstream
from the feed port, the insulin injected in the second half-
switching time has a shorter residence time. In the second
ring, insulin is the fast-moving solute and it is recovered in
the raffinate port. Since the raffinate port is located down-
stream from the feed port, the insulin injected in the first
half-switching time has a shorter residence time. If a short
residence time is required for insulin stability in SMB, such a
partial feeding strategy can effectively shorten the residence
time of insulin. Modifications in zone flow rates and zone
length can also shorten the residence time of a solute. The
zone II flow rate can be increased or the zone III length can
be decreased to shorten the residence time of a fast-moving
solute. The zone III flow rate can be decreased or the zone
II length can be decreased to shorten the residence time of a
slow-moving solute. These three strategies can be applied in
combination to substantially shorten the residence time of in-
sulin.

Theory

The amount of time a solute spends in a packed bed is the
residence time of the solute. The packed bed in Figure 2a
can be either a single column or a series of columns in SMB.
A small pulse is used to investigate the residence time in a
four-zone SMB. The pulse must be injected into the feed-
stream in as short a time as possible. Not all the solutes in-
jected into the bed have the same residence time. Many fac-
tors affect the residence time of a solute and result in a dis-
tribution of residence time. The factors include port move-
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Figure 3. Solute movement diagrams from the LEA without recycle effects in Ring I (t, = 1804 s).

The Y-axis is normalized by single column length (L, = 0.15 m). (a) Insulin (slow-moving solute). Reduced solute velocity (uy X L. /t,) of
insulin: 1.02 (zone 1), 0.60 (zone II), 0.90 (zone III). (b) HPI (fast-moving solute). Reduced solute velocity (u, X L, /t;) of HPI: 1.01 (zone

1), 1.51 (zone III).

ment velocity, recycle ratio, mass-transfer effects, zone con-
figuration, selectivity, and throughput.

Two approaches are used in the analysis of RTD in SMB.
In the first approach, we used a local equilibrium model based
on the assumption that there is no mass-transfer effect. This
simplification enables us to isolate the effects of port move-
ment and recycle on RTD from those of mass-transfer ef-
fects.

In the second approach, we used simulations based on a
detailed rate model, which takes into account mass-transfer
effects, port movement, and recycle. In this model, the differ-
ential mass-balance equations with appropriate initial and
boundary conditions are solved. Comparison of the results
from the two approaches shows clearly the effects of mass
transfer on RTD.

RTD in an ideal system

In an ideal system, there is no mass-transfer effect. Figure
2b shows that all the solute molecules have the same resi-
dence time in an ideal batch chromatography. This is because
all the solutes migrate at the same velocity within the col-
umn. A four-zone SMB, on the other hand, has four periodi-
cally moving ports. The raffinate port is located downstream
from the feed port. For a fast-moving solute, the earlier the
injection time, which is the time that the solute is introduced
into the SMB, the earlier it exits the raffinate port (or first in
and first out). In contrast, the extract port is located up-
stream from the feed port. For a slow-moving solute, the ear-
lier the injection time, the later it exits the extract port (or
first in and last out). This point can be understood by the
solute movement diagrams of SMB shown in Figure 3. Fur-
thermore, part of the stream in zone I continues to zone II
and, similarly, part of the stream in zone III continues to
zone IV. Such recycle results in a distribution of residence
times (or a “recycle pulse train”) even in the absence of
mass-transfer effect, as shown in Figure 2c. The pulse train
forms a decreasing geometric progression after ¢ ;. The
shape of the pulse train depends on the pulse injection time.
The decay of the pulse train occurs more slowly as more so-

AIChE Journal August 2003

lutes are recycled. These are the two major differences be-
tween the RTD in SMB and the RTD in batch chromatogra-
phy. Since size-exclusion systems are linear isotherm systems,
the residence time history is repeated every switching period,
so that the RTD of solutes during one switching period is
representative of the RTD of all other switching periods.

RTD in a nonideal case with significant mass-transfer
effects

In batch chromatography, RTD does not depend on when
the small pulse was injected into the column. All the pulses
have the same RTD regardless of their injection times. This
is why only one RTD can characterize the residence time of a
solute in a batch chromatography process. However, in SMB,
the small pulses injected at different times within a switching
period have different RTDs, as shown in Figure 4. Notice
that the pulse response in a nonideal system (Figure 4) is
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Figure 4. VERSE simulated RTD for a pulse in the ex-
tract port of SMB with mass-transfer effects
(nonideal system).

(a) Injection of a pulse during the first half of the switching
period; (b) injection of a pulse during the second half of the
switching period.
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Table 1. Comparison of Residence Time in Batch Chromatography and Residence Time in SMB

Batch Chromatography SMB

Feed port location Fixed Periodically moving
Product ports One Two

Fixed Periodically moving

Downstream from the —Raffinate downstream from feed port
feed port (First in, First out)
—Extract upstream from feed port

(First in, Last out)

Recycle No Two recycle streams
Zone flow rate One Four

Mean residence time

Migration velocities
—Flow rates
—Equilibrium constants
One column length

Migration velocities
—Zone flow rates
—Equilibrium constants
Four zone lengths
Zone configuration
Port velocity/recycle ratio

Mechanisms for residence time distribution

Mass transfer

Location of feed and two product ports
Periodic port movement
Recycle streams/mass transfer

Literature

Plenty

None

similar to that in an ideal system, except that the response
peaks are broadened by mass-transfer effects. Table 1 sum-
marizes the fundamental differences in residence time be-
tween batch chromatography and SMB.

Mean residence time (t,,), breakthrough time (t, ,s), and
extinction time (t, o)

In this section, the RTD functions proposed in the previ-
ous literatures for a batch process (Danckwerts, 1953; Leven-
spiel, 1972; Fogler, 1986) are introduced to express the RTD
in SMB.

A small amount of solute N, is injected in a short period
of time into an SMB. Effluent history of the solute is then
measured at a product port (raffinate or extract port). First,
we choose an increment of time At which is sufficiently small
so that the concentration of solute C(¢) exiting between time
t and ¢+ At is essentially constant. The amount of solute
molecules AN leaving the SMB between time ¢ and ¢ + At is
then

AN=C(t)-F, At 1

where F, is the effluent volumetric flow rate at the product
port and AN is the amount of solute that has spent an amount
of time between ¢ and ¢+ At inside the SMB. Division of
AN by the total amount of solute (NN,) that is injected into

the SMB gives

AN F-C(t
= ”—() At )
Ny Ny
Equation 2 represents the fraction of solute molecules that
has a residence time in the SMB between ¢ and ¢ + At. The
residence time distribution function E(t¢) is defined as fol-
lows (Danckwerts, 1953; Levenspiel, 1972; Fogler, 1986)
F,: C(t) AN
———— so that — = E(1)-At 3)
Ny Ny

E(1)=

2042
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E(?) is the function that describes in a quantitative manner
how much time different solute molecules have spent in the
SMB. The total amount of solute N, is obtained by summing
up all solute molecules AN between time equal to zero and
infinity

N0=f0wFp-C(t)dt (4)

where the effluent volumetric flow rate F, is kept constant in
SMB. Substituting Eq. 4 into Eq. 3, one can express E(¢) in
terms of effluent history at the product port as follows

C
# ®)

E(t)=
fo C(t)dt

A majority of the solutes will leave the SMB after spending
a period of time in the vicinity of the mean residence time
(¢,,). Each E(¢) curve has its unique mean residence time.
Therefore, the small pulses injected at different times have
different E(¢)’s and t,,’s. This indicates that there is a distri-
bution of ¢,,, which is a function of the injection time. It is
inefficient to show all the E(¢) curves generated during one
switching time. If a distribution curve of ¢,, is smooth and
continuous, it is better to investigate the relationship be-
tween injection time and ¢,, values. This ¢,, value is the first
moment of the E(¢) curve

fmt-E(t)dt .
ty="L—— = t-E(t)dt (6)

j:cE(t)dt 0
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In addition, we are interested in the times that 5% and
95% of the solute molecules leave the SMB (5 and #; s,
respectively). According to the previous definition of E(¢),
the #,,s and £, s can be estimated from the following equa-
tions (Levenspiel, 1972; Fogler, 1986)

005= [""E(t)dn (7a)
0

0.95= /O’O‘QSE(t)dt (75)

Each E(t) curve generated during one switching time can be
well characterized by its ¢,,, ¢, 45, and ¢, os. Similarly, the times
that 1% and 99% of the solute molecules leave the SMB can
also be defined as ¢, and ¢4y, respectively. These values
will be called collectively as the characteristic residence times
(CRT), which can be used to analyze the RTD in SMB.

In addition, the standard deviation of each RTD curve can
be estimated from the following equation (Levenspiel, 1972;
Fogler, 1986)

a=\/f0°°(t—tm)2-E(t)dz (8)

The magnitude of standard deviation is an indication of the
degree of spreading of RTD. The greater the standard devia-
tion, the more spread the distribution curve.

Analysis of residence time in an ideal system: effects of
port movement, zone flow rate, and recycle

In this section, the mathematical expression for the resi-
dence time of a solute in an ideal system is derived under a
given set of operating conditions (four zone flow rates and
switching time).

For a linear ideal system, solute velocities in a four-zone
SMB can be described by

ui
: 0
u’

ST aEPoy €)

where i and j stand for component and zone, respectively; u
is the solute velocity; u is the interstitial velocity; P is the
phase ratio, defined as (1— €,)/e,, and ¢, is the interstitial
bed voidage; and & is defined as Keep—{—(l— Keep)a, €, is
the porosity of the particle, and a is the partition coefficient.
If the operating conditions are given, the solute velocities in
four zones are fixed in the following residence time analysis.
In this study, the solute velocities satisfy the following condi-
tions

ul,—v=>0 (10a)
Wl—v>0 (10b)
Wl -y <0 (10c)
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(10d)

where components 1 and 2 indicate a fast-moving solute and
a slow-moving solute, respectively, and » is the average port
velocity (= column length / switching time). Equations
10a—-10d represent an infinite set of operating parameters
(four zone velocities and switching time) that guarantee sepa-
ration in SMB (Wankat, 1994; Ma and Wang, 1997). Further-
more, Ma and Wang (1997) derived the standing wave equa-
tions for systems without mass-transfer effects that give only
one set of operating parameters

ub=(1+Ps,)v (11a)

ull = (1+ Ps,)v (11b)
ulll = (1+ P8,)v (11¢)
ulV =1+ Ps,)v (11d)

Based on these conditions (Egs. 10 and 11), we first inves-
tigate the minimum residence time, which is the time re-
quired for a solute to reach a product port for the first time.
The residence time of the solute recycled back to SMB is also
studied. Only the final results are presented here to save
space. The detailed derivations are presented in Appendix A.
The key equations are discussed below.

For a slow-moving solute (extract product), the minimum
residence time () is calculated from the following equa-
tion

min

tmin=(ts_tin)+ts'[(NvI”_1)+]VsH] +t({ (12)

where ¢, is the switching time and ¢, is the injection time
that ranges from 0 to #,. During initial switching periods, the
solute is in either zone II or zone III. As the number of
switchings is increased, the amount of time the solute spends
in zone III is reduced. N'! is the smallest number of switch-
ings such that the solute no longer has access to zone III.
After the N/'th switching, the solute migrates in zone II. To
enter zone I, additional N/’ switchings are needed. Finally,
tt is the amount of time the solute spends in zone I until it
exits the extract port. See Appendix A for details in calculat-
ing N, and N/, and ¢{.

If the solute is recycled back to zone II, it stays in zone II
for a period of (¢,—t{) and moves into zone I after port
switching. Compared with the minimum residence time, the
residence time of the solute after the nth recycle (¢ ,) has
additional terms as follows

L= (ufb/uly)”

1= (ul/ul) ) )

_ I
IR =tRC,()+n'ts+(tl _to)'(

where fze =t and f{ is the amount of time that the so-
lute spends in zone I after the first recycle. The mathematical
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expression for ¢/ is also presented in Appendix A. The differ-
ence between fpc, and fzc ,_ reveals an interesting feature
of residence time in SMB

n]i_l)noc [tren = tren-1]1= n]ilnm [ts + (t11_ t({)

(utsul) | =,

(14)

Equation 14 shows that the amount of additional time a recy-
cled solute spends in SMB converges to one switching time
after a large number of recycles.

Similarly, the minimum residence time of a fast-moving
solute (raffinate product) ¢, is calculated from the follow-
ing equation

min

tin = (8, — ;) + ts-[(Nf” 1)+ (N - 1)] +1i" (15)

where Nf” is the smallest number of switchings such that the
solute can no longer have access to zone II. After the Nf” th
switching, the solute migrates in zone III and shifts toward
the raffinate port. The solute reaches the raffinate port be-
tween the (N/' + N/ — Dth switching and the (N/' + N/")th
switching. Finally, ¢/// is the amount of time the solute spends
in zone III after the (N/'+ N/ —Dth switching. See Ap-
pendix A for details in calculating N//, N/!, and #;"".

The recycled solute spends a time period of (¢, — t{') in
zone IV and moves into zone III after port switching. The
residence time of the solute after the nth recycle (tz.,) is
calculated from

IV, I\
1 (Msl Uy

iy |9
R CH2 )

_ 1 _ 11
tRc,n—tRc,0+”'ts+(t1 — 1 )(

where tpe =tn, and ¢ is the amount of time that the

solute spends in zone III after the first recycle. The mathe-
matical expression for ¢/ is also presented in Appendix A.

The resulting Egs. 12, 13, 15, and 16 show that residence
time in SMB is a strong function of injection time, as well as

the operating conditions (zone velocities and switching time).

Analysis of characteristic residence times in an ideal system

The results in the previous section can be used to estimate
the characteristic residence times (¢,,, f(os, and #,4s) in a
system without mass-transfer effects. The solutes injected at
a certain time ¢* can have different residence times because
of recycle effects. If 40% of the solutes exit the product port
and the rest of the solutes remain in the SMB, the shortest
residence time (defined as the first residence time) will be
the time that 40% of the solutes have spent inside the SMB.
If the recycled solutes reach the product port again, 40% of
the recycled solutes will also exit the SMB. The time that
they have spent inside the SMB will be the second residence
time. If we repeat the above procedure, we can find many
different residence times for the solutes injected at a certain
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time ¢*. As a result, there will be a distribution of residence
times for the solutes injected at a certain time ¢*. The solutes
injected at a different time will also have a different resi-
dence time distribution. The concept of E(#) mentioned in
the previous section can be used to characterize different
RTDs resulting from the solutes injected at different times.
Either ¢,, or ¢,,5 can be plotted as a function of injection
time. Mathematical description of this approach is presented
below.

A small pulse containing an amount of solutes N, is in-
jected into SMB at time ¢ = 0. First, we define the recycle
ratio (rc) as follows

an

where F, and F, represent the recycled flow rate and prod-
uct flow rate, respectively, and the recycle ratio rc is the frac-
tion of solutes that is recycled back to SMB. The fraction of
solutes that leave SMB is therefore (1 — rc).

Let tpc,; be the residence time of a portion of solutes leav-
ing SMB after the ith recycle. The amount of solute that
leaves SMB at time ¢ =tz (or #,;) is N,-(1—rc). Simi-
larly, the amount of solute that leaves SMB at time ¢ = fg¢ .
is Ny-(1—rc)-rc, and the amount of solute that leaves SMB
at time ¢ =tpc, is Ny-(1—rc)-rc”. Finally, the amount of
solute that leaves SMB at time ¢ =tpc ., is Ny-(1—rc)-rc”.
This is the reason for the formation of a pulse train after
¢ min> as shown in Figure 2c. For a large recycle ratio, the pulse
train decays more slowly. Mass balance is checked by sum-
ming up the entire amount of solute from time zero to infin-

ity

f C(t)-F,-dt= Y Ny-(1—re)-rct =N, Y. (r¢' —rc’™1)
0 i=0 i=0

=No[(1=re)+(re—re?)+ | =N, (18)

Equations 5 and 6 are used to derive the mean residence
time (¢,,) as follows

© w t-C(t ‘Fjdt
tm=f l'E(l‘)‘dl‘=f #
0 0 wa(t)-F-dt
0 p

1 = 1 =z .
=— | t:C(t)-F,dt=— ) trei"Ny-(1—rc)-rc'
N, Jy 1O Fydi= 0 B treiNoo(1=re)

=Y trei(1=rc)-ret (19)
i=0

where i is the number of recycles. Substituting Eq. 13 or Eq.
16 into Eq. 19, one can calculate the ¢,, of the extract or
raffinate product with respect to injection time.
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In addition, we are interested in ¢, o5, the time that 95% of
solutes leave SMB

1
0.95= /0‘0-95E(t) di =~ j;tO'QSC(t)  F,dt
0

N,((J.QS
A Y Ny-(1—re)-rei=1—rc™M7 1 (20)
0i=0
Solving Eq. 20 for NJ%° gives
055 _ log (0.05) B @)
log(rc)

where NZ*% implies the number of recycles such that 95% of
the solutes leave SMB. The value of N should be an inte-
ger; otherwise, the integer closest to N2 will be chosen.
Plugging the resulting value of NJ°° into Egs. 13 or 16, one
can obtain the f,os of extract or raffinate product. It is
straightforward from Eq. 21 that a higher recycle ratio always
increases NY-%°, resulting in a larger f; os.

Similarly, we can also estimate the number of recycles cor-
responding to f,;, and f; s, but it is available only when the
recycle ratio is greater than 0.99 and 0.95, respectively. If ¢ 5
is replaced by f( 49 in Eq. 20, it gives the number of recycles
required for 99% of solutes to leave SMB.

Effect of selectivity on residence time

Selectivity is defined here as the ratio between the migra-
tion speed of fast-moving solute and that of slow-moving
solute as follows

Selectivity = (1+ P8,) /(1+ P5;) (22)

If the determination of zone interstitial velocities is based
on the standing wave equations (Egs. 11a—-11d), a different
selectivity results in different zone interstitial velocities and
different residence times.

Since a fast-moving solute travels from the feed port to the
raffinate port, the residence time of a fast-moving solute is
largely dependent on the difference between its linear veloc-
ity in zone III and the average port velocity (»). The net

linear velocity of a fast-moving solute in zone III u[/} is given
by
it = 11—, = uy'! — (23)
vl el (1+ P-8))
Substitution of Egs. 11c and 22 into Eq. 23 gives
ul'y = (Selectivity —1) - v (24)

Equation 24 reveals that a lower selectivity decreases u//}

resulting in a longer residence time of a fast-moving solute.
Similarly, the net linear velocity of a slow-moving solute in
zone II can also be expressed as a function of selectivity as
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follows

(25)

1
=yt _ =1 —— .
|L£w,2|_|us,2 Vl (1 Selectivity) ”

where the ufvlz has a negative value. Like a fast-moving

solute, a slow-moving solute also has a longer residence time
as selectivity decreases (Eq. 25).

Selectivity affects the recycle ratio, which has a large im-
pact on the magnitude of the characteristic residence times
(CRT). Equations 11 and 22 can be used to derive the rela-
tionship between recycle ratio and selectivity as follows

F(II)
F(II)+F,,

Xt

ull

Recycle ratio at extract port = = —0[

Up
(1+P-8))

~ (1+P-5,)  Selectivity

(26)

F(IV)

uly
F(IV)+Fraf B u6H

Recycle ratio at raffinate port =

(1+ P-5))
~ (1+P-5,)  Selectivity

@7

As shown in Eqgs. 26 and 27, a lower selectivity requires a
higher recycle ratio to achieve the four standing waves, and,
therefore, longer residence times.

In Eq. 10, the equality conditions correspond to the stand-
ing wave conditions where the recycle ratio for each exit port
is fixed. In contrast, the inequality conditions in Eq. 10 can
allow a smaller recycle ratio to reduce the residence time of a
solute. The inequality conditions include the pinched wave
design operating conditions, which will be proposed as one of
the ways to reduce the solute residence time in the section of
results and discussion.

Analysis of residence time in a nonideal system using rate
model simulations — effects of mass transfer

Simulations based on a detailed rate model (VERSE) are
used to take into account mass-transfer effects in the analysis
of residence time in SMB. In this analysis, effluent history is
first generated from the rate model simulations, and used to
estimate the CRT (,,,, t;,s, and #,,5) in SMB.

The rate model consists of mass balance equations for both
mobile and stationary phases. The model equations consider
convection, axial dispersion, film mass transfer, and intra-
particle diffusion. To solve the model equations for effluent
history, the method of orthogonal collocation on finite ele-
ments (Villadsen and Michelsen, 1978; Finlayson, 1980;
Baker, 1983) is applied. The partial differential equations in
the model are converted to ordinary differential equations
(ODEs) through polynomial approximations of the spatial
partial derivatives; Legendre polynomials are used in the ax-
ial direction and Jacobi polynomials are used in the particle
radial direction (Berninger et al., 1991). DASSL (Petzold,
1982), a differential /algebraic system solver, is used to inte-
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Table 2. Intrinsic Parameter Values Used in the Standing Wave Design

HPI Insulin ZnCl,
Ke 0.19 0.74 0.99
D, [m%s] 8.00x 1011 9.15% 10~ !! 6.60x 10710
D, [m¥s] 3.33%10 1! 3821011 2.75%10710
ky [mys] The Wilson and Geankoplis (1966) correlation
E, [m%%] The Chung and Wen (1968) correlation™

Column properties

€, =035, €, =0.89

*The E,, value of insulin in zone III of Ring I is chosen to be 40 times as large as that estimated from the Chung and Wen (1968) correlation.

grate the ODEs in the time domain. All of these numerical
computations are carried out in a VERSE simulator, which
has been validated in several previous studies (Whitley, 1990;
Berninger et al., 1991; Ma et al., 1996; Hritzko, 2001; Xie et
al., 2002).

In order to account for axial dispersion and delay in the
dead volume, the dead volume was considered as a continu-
ously stirred tank (CST) between two connected columns. The
general equation for the CST is given by

out

DVd
dt

= F(Cin - Cout) (28)

where DV is the dead volume, F is the volumetric flow rate,
C,, is the concentration at the CST inlet, and C_, is the
concentration at the CST outlet.

Parameters

The results of the RTD for the solutes injected during one
switching period are sufficient to show the representative be-
havior because the residence time history is repeated in every
switching time in a linear isotherm system. The operating
conditions of the tandem SMB were determined from the
standing wave design (Ma and Wang, 1997; Hritzko et al.,
2002) for nonideal systems. The effect of dead volume on RT
and RTD is also investigated. The intrinsic parameters used
in the standing wave design have been reported by Xie et al.
(2002) and are listed in Table 2. Note that in the standing
wave design equations, the E, value of insulin in zone III of
Ring I is chosen to be 40 times as large as that estimated
from the Chung and Wen (1968) correlation. This is to over-

come the large dispersion of insulin in zone III due to non-
ideal flow or other mechanisms (Xie et al., 2002). The result-
ing zone flow rates and switching time (¢,) for Ring I and
Ring II are listed in Table 3 and will be used in the RTD
analysis. For Ring II, two sets of operating conditions were
determined for two different zone configurations. Unless
noted otherwise, Ring II has the operating conditions based
on the zone configuration 2-3-3-2.

Results and Discussion

First, the local equilibrium analysis (LEA) is validated us-
ing rate model simulations. The assumption that RTD is in-
dependent of pulse concentration is also validated using the
simulations. The LEA is used to investigate the effects of
port location, port movement, recycle, and zone flow rates on
the residence time of insulin in an ideal system. The results
from the LEA are compared with those from rate model sim-
ulations in order to isolate the effects of injection time and
recycle ratio from the effects of mass transfer. The effects of
dead volume, selectivity, zone lengths, and zone flow rates on
the residence time are also studied. Finally, strategies to
shorten the residence time in SMB are formulated and vali-
dated with rate model simulations.

Comparison of CRT from LEA and VERSE simulations

In this study, the LEA is used to understand the effects of
port movement and recycle on the residence time of insulin
in an ideal system. To validate the LEA used in the RTD
analysis, the results from the LEA were compared with those
from VERSE simulations for Ring I with significantly re-

Table 3. Operating Conditions of a Tandem SMB Used in the Analysis of RTD

Ring I Ring IT
Zone Configuration® 2-2-4-2 2-3-3-2 2-2-2-2

Zone linear velocities™™ [m/s] Zone | 1.878x107* 1.829x107* 1.905x 10~

Zone 11 1.101x 1074 1.550x10~* 1.622x107*

Zone 111 1.655x107* 1.815x107* 1.888x107*

Zone IV 1.085x 1074 1.513x 10~ * 1.576 x 10~ *

Inlet and outlet linear Feed 5.540x 103 2.652x1073 2.652x1073

velocities™™ [m/s] Desorbent 7.930x10~° 3.153%x107° 3.290%x10~°

Raffinate 5.708 X103 3.017x1073 3.117x1073

Extract 7.762x107° 2.788x107° 2.825%1073

Switching time [s] 1.804 X 103 2.172%103 2.086 %103

*Single column length = 0.15 m.
**uo= FAe€,S), where F and S are the flow rate and the column cross-sectional area, respectively.
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Figure 5. Comparison of the characteristic residence
times of insulin in Ring | from VERSE simula-
tions and the LEA with recycle effects.

The axial dispersion coefficient of insulin was decreased by
90%.

duced mass-transfer effects. As mass-transfer effects are re-
duced, the results from VERSE simulations should approach
the results from the LEA. As a result of the large dispersion
in the first ring, axial dispersion is the dominant (95%) mass-
transfer mechanism. For this reason, we reduced the axial
dispersion parameter by 90% in the simulation so that we
can compare the RTD results obtained from the simulation
with those from the LEA. As shown in Figure 5, the ¢,, and
059 values obtained from simulations are in close agree-
ment with the values obtained from the LEA with recycle
effects.

Confirmation of the independence of RTD results on pulse
size and pulse concentration

In this study, the RTD analysis in SMB is based on the
injection of small pulses. It is necessary to check if the results
are independent of pulse size. This investigation was carried
out using VERSE. First, one large pulse of 3 min was in-
jected into Ring I SMB. Secondly, the large pulse was di-
vided into three small pulses, which were then injected in
succession. The effluent histories from the two different in-
put modes are in perfect agreement, indicating that the re-
sults on RTD are general and independent of pulse size. Fur-
thermore, the pulse concentration should not affect the re-
sults. The lack of dependence of RTD on the pulse concen-
tration is also confirmed by VERSE simulations. Two small
pulses of insulin with different concentrations are injected
into Ring I SMB. The two effluent histories are identical,
indicating that the results on RTD are independent of feed
concentration for linear isotherm systems.

Effects of port location and port movement shown by the
local equilibrium analysis

In a four-zone SMB, the raffinate port is located down-
stream from the feed port, whereas the extract port is located
upstream from the feed port. The earlier the fast-moving
solute is injected during the switching period, the earlier it
exits the raffinate port, or first in, first out (Figure 3b). In
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Figure 6. Normalized t,;, as a function of injection time

based on the LEA without recycle effects in
Ring | (t; =1804 s).

(a) Insulin (extract product); (b) HPI (raffinate product). See
Figure 3 for details in the occurrence of several distinct
groups in f;,.

contrast, the earlier the slow-moving solute is injected during
the switching period, the later it exits the extract port, or first
in, last out (Figure 3a).

We examine first the time required for a solute to reach
the product port for the first time, which is defined here as
the minimum residence time (7,,;,,). This does not include any
mass-transfer or recycle effects. Therefore, it shows only the
effects of injection time, port location, port movement, and
zone flow rates on the minimum residence time. The ¢_;, for
each injection time during one switching period is calculated
from Eq. 12 or 15. The results are shown in Figures 6 and 7
where the 7, and the injection time are normalized by the
switching time. As shown in these figures, solutes injected at
different times have different ¢;,’s. As expected from Eqgs.
12 and 15, there is a distribution of 7_;, according to the
solute injection time.

In Ring I, insulin is the slow moving solute and the extract
product. The insulin injected at the beginning of a switching
period has the largest 7., (Figure 6a). In contrast, the HPI
(the fast moving solute or the raffinate product) injected at
the beginning of the switching period has the smallest 7 ;,
(Figure 6b). Notice that the ¢,,;, for the raffinate product in-
creases significantly toward the end of the injection period.
This is caused by the low flow rate and the large length in
zone III.

n

Vol. 49, No. 8 2047



(€)]

Normalized tmin

|

!

00 01 02 03 04 05 06 07 08 09 1.0!
Normalized injection time during one cycle (t/t;) |

|

Otoos from VERSE
Aty from VERSE |
O to.9s from VERSE
— tn from LEA

— t.959 from LEA

Normalized CRT

00 01 02 03 04 0.5 0.6 0.7 08 09 10 |

Normalized injection time of insulin (t/t;)

(b)

Normalized tpin

00 01 02 03 04 05 06 07 08 09 10
Normalized injection time during one cycle (t/t;)

Figure 7. Normalized t,;, as a function of injection time
based on the LEA without recycle effects in
Ring Il (t, = 2172 s).
(a) Insulin (raffinate product); (b) ZnCl, (extract product).

Several bumps are observed in the distribution curve of
tmin 10 Figure 6. These “bumps” are related to a sharp change
in the solute residence time due to port movement. As shown
in Figure 3, the traveling distances of the solutes injected at
different times are classified into several groups. In each
group, there is little difference in the traveling distance be-
fore exiting the product port. Between two adjacent groups,
the traveling distance differs by one column length because
of port movement. This behavior causes the “bumps” in the
distribution curve of ¢,;, in Figure 6.

In Ring II, insulin is the fast-moving solute and the raffi-
nate product. Thus, the 7, distribution of insulin in Ring II
(Figure 7a) has a trend opposite to that in Ring I, where
insulin is the slow-moving solute. Figure 7b shows the ¢ ;.
distribution of ZnCl,, which is the extract product in Ring II.
As expected, the ZnCl, injected at the beginning of the
switching period has the largest ¢, (or first in, last out).

min

Recycle effects shown by the local equilibrium analysis

The recycle effects are analyzed first for an ideal system.
The mean residence time ¢, is calculated as follows. Equa-
tion 17 is used to calculate the recycle ratio (rc). Equations
13 and 16 are used to find the residence time with recycle
effects (¢zc,), which are then used in Eq. 19 to find ¢,,. The
estimation of ¢,, needs an infinite number of recycles accord-
ing to Eq. 19, but 100 recycles are sufficient because there is
almost no change in the ¢,, value beyond one hundred recy-
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Figure 8. Analysis of the residence time of insulin (ex-
tract product) in Ring I.

(a) Normalized characteristic residence times of insulin; (b)
normalized standard deviation of each E(¢) curve with re-
spect to injection time (based on VERSE simulations).

cles. The value of N-*° is determined from Eq. 21 and used
to estimate ¢, 5. Note for this example, ¢ 5 does not exist for
Ring I or Ring II because, at the minimum residence time,
41% of insulin exit Ring I (for a recycle ratio of 0.59) and
17% of insulin exit Ring II (for a recycle ratio of 0.83).

The resulting CRT of insulin for Ring I are presented in
Figure 8a. We see that the overall trend of CRT in Figure 8a
is similar to that of the ¢, distribution shown in Figure 6a.
The recycle of insulin causes an additional increase in its res-
idence time and smoothes out the “bumps” explained in the
previous section. The same conclusion is also reached in Ring
II by comparing Figure 9a with Figure 7a.

Mass-transfer effects shown by VERSE simulations

The distributions of #,, and ¢, s obtained from the equilib-
rium analysis include recycle effects. They can be compared
with those obtained from the rate model simulations to show
any mass-transfer effects. VERSE simulations were used to
obtain the solutions for 29 small tracer pulses of insulin in-
jected within one switching period in Ring I and 35 small
pulses in Ring II. The size of each pulse was sufficiently small
(0.01 min) to have its unique injection time. The spreading
and the tailing of each tracer pulse are due to both mass-
transfer effects and recycle effects, resulting in a residence
time distribution curve for each pulse injected at a given time.
The CRT were calculated from Eqgs. 6 to 7b and the standard
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Figure 9. Analysis of the residence time of insulin (raf-
finate product) in Ring II.

(a) Normalized characteristic residence times of insulin; (b)
normalized standard deviation of each E(¢) curve with re-
spect to injection time (based on VERSE simulations).

deviation of each RTD curve was calculated from Eq. 8. The
results are shown as a function of injection time in Figure 8
for Ring I and Figure 9 for Ring II.

The differences between the results from VERSE simula-
tions and those from the LEA with recycle effects are due to
mass-transfer effects, which broaden the RTD and increase
all characteristic residence times. The differences are larger
for the first half switching period in Ring I (Figure 8a) be-
cause the pulses injected earlier exit the extract port later,
and they are spread out more by mass-transfer effects.

In Figure 8a, there is a “bump” at #/f,=0.55 in the s
data. This “bump” in Figure 8a is related to the multiple
“bumps”in the results obtained from the equilibrium analysis
(Figure 6a). Mass-transfer effects spread out the bumps and
make the small bumps at small injection time (#/¢, =0.14)
disappear. The spreading of the bump at #/¢, = 0.39 and that
at t/t,=0.76 give an apparent bump at #/t, = 0.55 in the ¢, (s
data in Figure 8a.

Effects of selectivity and zone length

The results in Figure 9a show that the residence times of
insulin in Ring IT are much longer than those in Ring I (Fig-
ure 8a). This is due to the differences in selectivity and zone
length (or zone configuration) between the two rings. As cal-
culated from the intrinsic parameter values in Table 2, the
selectivity between insulin and HPI for the separation in Ring
Iis 1.7 and the selectivity between ZnCl, and insulin for the
separation in Ring II is 1.2. As expected from Egs. 26 and 27,
the lower selectivity for Ring II leads to a higher recycle ratio
(Table 4) and longer residence times as explained below.

For Ring II, a specific set of linear velocities from the
standing wave design are chosen such that the adsorption
wave of the slow moving solute (ZnCl,) is standing in zone
III. Therefore, the migration velocity of ZnCl, in zone III
equals the average port velocity (v). Because of the small
selectivity between ZnCl, and insulin, the migration velocity
of insulin is similar to the port velocity. This in turn leads to
a long residence time of insulin in Ring II.

Furthermore, there are three columns between the feed
port and the product (raffinate) port in Ring II, but only two
columns between the feed port and the extract port in Ring I.
This means that insulin needs to travel a longer distance in
Ring II than in Ring I. This also contributes to a longer resi-
dence time in Ring II.

Effect of dead volume on residence time

As is often the case, SMB unit has a certain amount of
dead volume due to valves and tubing between each column.
This extra-column dead volume causes additional wave
spreading and an apparent increase in residence time as sol-
utes migrate from one column to the next. This is why the

Table 4. Input Data for the LEA with Recycle Effects in Ring I and Ring II

r

£

S [m/s] eh_S [m/s] rc Ny
Ring I 1.101x104 7.762x 1073 0.587 5*
Ring 11 1.513x104 3.017x1073 0.834 16**
*After the 5th recycle, 95.9% of solutes leave SMB.
**After the 16th recycle, 95.4% of solutes leave SMB.
Table 5. Operating Conditions of Ring I with Dead Volume (3% of the Bed Volume)
Zone linear Zone 1 1.991x107* Inlet and outlet Feed 5.540x107°
velocities Zone I1 1.199x 1074 linear velocities Desorbent 8.145x107>
[m/s] Zone 111 1.753x10~* [m/s] Raffinate 5.762x 1077
Zone IV 1.176 X104 Extract 7.923%x10°3
*Switching time (¢,) =1.768 X 103 s.
AIChE Journal August 2003 Vol. 49, No. 8 2049
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Figure 10. Effect of dead volume on the characteristic
residence times of insulin in Ring I.
All the data were obtained from VERSE simulations.

standing wave design uses an apparent retention factor 6* to
account for the delay (Xie et al., 2002). It is expected that the
dead volume will have little effect on residence time if the
dead volume is relatively small compared to the column vol-
ume. To test this hypothesis, VERSE simulations were per-
formed for the case where the extra-column dead volume in
Ring I is 3% of the bed volume. The operating conditions
used in the simulations are listed in Table 5. The operating
conditions in Table 5 take into account the effect of dead
volume and, thus, are different from the operating conditions
in Table 3, which are based on negligible dead volume. Fig-
ure 10 shows that the differences in the CRT of insulin in
Ring I from the two different operating conditions are small.

Effect of the flow rates in zone II and zone III on residence
time shown by the equilibrium analysis

In the standing wave design, the flow rates in the four zones
are chosen so that the four waves are standing in the appro-
priate zones in a time-averaged sense (Figures 11a and 11c).
In this case, the velocities of the fast-moving solute in zone II
and the slow moving solute in zone III relative to the port
velocity are minimized to achieve the maximum throughput.
However, this leads to large residence times of both solutes.

One can modify the zone flow rates from the standing wave
design to shorten the residence time of either the fast moving
solute or the slow moving solute without any loss in purity
and yield. In this case, one can increase the zone II flow rate
such that the trailing wave of the fast-moving solute in zone
IT migrates faster than the port and reach the raffinate sooner
(Figure 11b). One can also decrease the zone III flow rate
such that the advancing wave of the slow-moving solute in
zone III migrates slower than the port and reach the extract
port sooner (Figure 11d). These waves are no longer “stand-
ing”but “stuck” or “pinched” between zone II and zone III as
shown in Figures 11b and 11d. These waves have been de-
fined previously as the “pinched waves” (Hritzko et al., 2002).

First, the equilibrium analysis was used to show the effect
of the pinched wave design on the residence time of insulin
(fast-moving solute) in Ring II. In order to pinch the trailing
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Figure 11. Comparison of the column profiles from the
standing wave design and the pinched wave
design.

(a) Standing wave design (product = fast-moving solute);
(b) pinched wave design (product = fast-moving solute); (c)
standing wave design (product = slow-moving solute); (d)
pinched wave design (product = slow-moving solute).

wave of insulin, the zone II flow rate was increased. Figure
12a shows the effect of increasing zone II flow rate on the
tmin Of insulin. One can see that the ¢, of insulin is signifi-
cantly reduced by increasing zone II flow rate, especially for
insulin injected towards the end of a switching period.

The effectiveness of the pinched wave design on the resi-
dence time of ZnCl, (slow-moving solute) was also investi-
gated. Figure 12b shows the effect of decreasing zone III flow
rate on the ¢ ;, of ZnCl,. Since ZnCl, needs to exit the
extract port, a lower zone III flow rate results in a smaller
tmin Of ZnCl, as shown in Figure 12b.

The results in this section show that one can shorten the
residence time of one key component by using the “pinched”
wave designs, in which either the trailing wave of the fast
solute or the advancing wave of the slow solute is pinched
between zone II and zone III. This result will be confirmed
by VERSE simulations in the next section.

Strategies to reduce the residence time of insulin

According to the equilibrium analysis, the residence time
of insulin in SMB is a strong function of the injection time.
This trend was even greater when mass-transfer effects were
taken into account. There is a general concern that insulin
molecules spending much longer than 30 h in the mobile
phase can undergo aggregation or denaturation. The first ef-
fective strategy will be to inject the feed during only part of
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Figure 12. Effect of zone flow rates on the t_;, of in-
sulin and ZnCl, in Ring Il (pinched wave de-
sign).

Feed flow rate is adjusted according to the variation of
zone II or zone III flow rate. (a) Insulin (fast-moving
solute); (b) ZnCl, (slow-moving solute).

the switching time. Our analysis suggests that the insulin
molecules injected during the second half-switching time have
a shorter residence time in Ring I (Figure 8a), and a longer
residence time in Ring IT (Figure 9a). Therefore, in order to
shorten the residence time of insulin, the feed should be in-
jected only during the second half-switching time in Ring I,
and during the first half-switching time in Ring II. During the
rest of the switching time, the desorbent should be injected
in order to maintain constant zone flow rates. VERSE simu-
lation results based on the partial feeding strategy are shown
in Figure 13. One can see that the insulin injected based on
the partial feeding strategy exits earlier, resulting in a shorter
residence time.

A second strategy is to use the pinched wave design where
the flow rate in either zone II or zone III is modified. The
equilibrium analysis shows that reducing the flow rate in zone
III shortens the residence time of the slow moving solute (or
the extract product), whereas increasing the flow rate in zone
IT shortens the residence time of the fast moving solute (or
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Figure 13. Effect of partial feeding on the residence time
of insulin.

(a) Effluent history of insulin (extract product) in Ring I
from VERSE simulations; (b) effluent history of insulin
(raffinate product) in Ring II from VERSE simulations.
Concentrations in the effluent histories are averaged over
one switching period.

the raffinate product) (Figures 11 and 12). Both cases can
shorten the residence time, but throughput is decreased ac-
cordingly. This strategy was applied to reduce the residence
time of insulin in Ring II. All the operating conditions re-
mained unchanged except the flow rates of zone II and feed.
In order to compare this strategy with the partial feeding
strategy, the zone II flow rate was increased such that
throughput was 50% of that of the standing wave design. For
this case, both VERSE simulations and LEA with recycle ef-
fects were used to find the residence time of insulin. As shown
in Figure 14a, the residence time and RTD of insulin are
significantly shortened compared to those from the standing
wave design and full feeding (Figure 9a). In addition, the re-
sults from VERSE are close to those from the LEA with re-
cycle effects over the full switching period (Figure 14a), indi-
cating that the effects of mass transfer on RTD are signifi-
cantly reduced in the “pinched” wave design operating condi-
tions. The effluent histories of insulin in Ring II show that
insulin leaves SMB earlier if the operating conditions are
based on the “pinched” wave design (Figure 14b). The LEA
with recycle effects was used to investigate the effect of de-
creasing throughput on the mean residence time. Since ¢, is
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Figure 14. Effect of pinched wave design on the resi-
dence time of insulin in Ring Il.

(a) Normalized characteristic residence times of insulin
based on the pinched wave design; (b) effluent history of
insulin (raffinate product) from VERSE simulations. Con-
centrations in the effluent history are averaged over one
switching period. (c) Effect of throughput on the maximum
t,, in Ring II based on the pinched wave design (from the
LEA with recycle effects).

a function of injection time, the maximum value of ¢,, for
each case is shown in Figure 14c. Decreasing the throughput
to below 50% does not help reduce the residence time.
Table 6 compares the standing wave design with the two
strategies (partial feeding strategy and pinched wave design)

ing one switching period. As expected, the two strategies re-
sult in a smaller ¢,,, ¢,9s, and ¢, 49 than those of the standing
wave design. Note that the differences in ¢, o9 are much larger
than the differences in 7,, or #s. This is due to a substantial
reduction in the degree of tailing from the two strategies.

in terms of ¢,

, Lyos, and ¢, o9 for the feed pulse injected dur-

Between the two strategies, the partial feeding strategy ap-

Table 6. Residence Times of Insulin in Ring I and Ring II from the Standing Wave Design, Partial Feeding Strategy, and
Pinched Wave Design

Ring I Ring IT
Standing wave design (100% throughput) £0.01 7.272x10% s (4.03¢,) 2.344x10* 5 (10.8¢,)
fo.0s 7.416x10° s (4.1 1,) 2718%10% s (125 1,)
t, 1.501x10% s (832 1,) 4932x10% s (22.71,)
1905 2.844x10* 5 (15.8 z) 8.928x10% s (41.1 z)
fo.00 5292x10% 5 (29.3 1,) 1.631%10% s (75.1 t,)
Partial feeding strategy (50% throughput) to.01 7.236x10% s (4.01 ¢,) 2.160x10* 5 (9.94 ¢,)
fo0s 7.344%10° s (4.07 1,) 2.538%x10% s (11.71,)
. 1256 % 10* 5 (6.97 1.) 3.996%10* s (18.4 1)
fo.0s 2.052x10* s (113 1,) 6.624x10* 5 (305 1,)
10.99 3744X104s(208t) 1051><1055(484z)
Pinched wave design (50% throughput) £0.01 7.272x10° s (4.03 ¢,) 2.336x10* s (10.8 ¢,)
fo0s 7.380% 10° 5 (4.09 1,) 2,606 10* 5 (12.0 1.)
t, 1307x10* 5 (7.25 1,) 4.428%10% s (20.4 1,)
toos 2124><104s(118t) 7200><104s(331z)
fo.00 3.744x10* 5 (20.81,) 1.123x10% 5 (51.71,)

*¢, of Ring I: 1.804 X 103 s; ¢, of Ring II: 2.172x 103 s.
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Figure 15. Normalized characteristic residence times of
insulin in Ring Il based on shorter zone
lengths (2-2-2-2 zone configuration).

pears to shorten the residence time slightly more than the
pinched wave design.

Decreasing zone length can also shorten residence time.
To confirm this strategy, we investigated the residence time
in Ring IT with shorter lengths in zone II and zone III (2-2-2-2
zone configuration). New operating conditions were deter-
mined from the standing wave design and are listed in Table
3. Figure 15 shows the resulting ¢,, and ¢;¢; from VERSE
simulations and LEA with recycle effects. A comparison of
Figures 9a and 15 reveals that the decrease of zone lengths
helps shorten the residence time of insulin. However, mass-
transfer effects are still pronounced in the second half-
switching period regardless of zone length. For this reason,
only a decrease in zone length may be effective in reducing
t,, but not in reducing ¢, ¢y, Which is largely affected by the
degrees of spreading and tailing. As listed in Tables 6 and 7,
Ring II with shorter zone lengths based on the standing wave
design has a smaller ¢,, but a larger f,4 than those with
standard zone lengths based on the partial feeding strategy
or the pinched wave design.

Both partial feeding strategy and pinched wave design can
also be applied to the Ring II with shorter zone lengths (2-2-
2-2 zone configuration). As listed in Table 7, the residence
time of insulin is greatly shortened when either partial feed-
ing strategy or pinched wave design is used together with
shorter zone lengths. Both strategies plus shorter zone lengths
can reduce the insulin residence time ¢, 49 from 45 h to less
than 30 h (Table 7). In order to compare all the strategies,

CICy

Y Y Y Y Y Y XYY

0 30000 60000 90000 150000

Exit time (s)

—&—2-3-3-2, Full feeding (0 ~ ts) ——2-2-2-2, Full feeding (0 ~ ts)
—6—2-3-3-2, Half feeding (0 ~ 0.5 ts) ===2-2-2-2, Half feeding (0 ~ 0.5 ts)
—8-2-3-3-2, Pinched (0 ~ ts) smm=-2-2-2, Pinched (0 ~ ts)

Figure 16. Comparison of all the proposed strategies to
reduce the residence time of insulin in Ring
Il

All the effluent histories were obtained from VERSE sim-
ulations and concentrations in the effluent history are av-
eraged over one switching period. Unless otherwise noted,
the operating conditions are based on the standing wave
design.

the effluent history for a feed pulse over one switching pe-
riod for each strategy is obtained from VERSE simulations.
Figure 16 shows that either the partial feeding strategy or the
pinched wave design based on shorter zone II and zone III
lengths is the most effective in shortening the residence time
of insulin in Ring II.

Conclusions

The residence time of insulin in a size-exclusion SMB pro-
cess was investigated using two different approaches. The first
approach was based on local equilibrium analysis, assuming
negligible mass-transfer effects. Its simplicity made it possi-
ble to isolate the effects of port location and port movement
from the effects of recycle. The second approach was based
on simulations from a detailed rate model (VERSE), in which
all the effects, including port location, port movement, recy-
cle, and mass transfer, are considered. Comparison of the
results from the two approaches shows the effects of mass
transfer on residence time and RTD.

The RTD in SMB was found to be quite different from the
RTD in batch chromatography. Unlike the RTD of batch
chromatography, the RTD in SMB depends on the injection
time as a result of the location of the product ports, periodic

Table 7. Residence Times of Insulin in Ring II from the Standing Wave Design, Partial Feeding Strategy, and Pinched Wave
Design Based on Shorter Zone Lengths (2-2-2-2 Zone Configuration)

Ring IT (2-2-2-2) t0.95 £099
Standing wave design (100% throughput) 3.528x10% s 7.128x10* s 1.238x10° s
(16.9¢,) (34.21,) (59.41,)
Partial feeding strategy (50% througput) 2.711x10%* s 5.256x10* s 8.964x 10 s
(13.0,) (2521, @301,
Pinched wave design (50% throughput) 3.118x10%* s 5.760x 10* s 9.432x10%* s
(14.9¢,) (27.6t,) (45.2t,)

*t, of Ring IT (2-2-2-2): 2.086 X 107 s.

AIChE Journal

August 2003 Vol. 49, No. 8

2053



port movement, recycle, and mass-transfer effects. There is a
large difference between the residence time of a fast moving
solute and that of a slow moving solute because the raffinate
port is located downstream from the feed port, whereas the
extract port is located upstream from the feed port. For a
fast moving solute, the earlier it is injected during a switching
period, the earlier it leaves SMB (first in, first out). This trend
is reversed for a slow moving solute (first in, last out). Fur-
thermore, solute molecules undergo multiple recycles in SMB.
Each small pulse injected is split into a recycle pulse train
with diminishing magnitude, as shown in the tracer analysis.
The decay of the pulse train occurs more gradually (or long
tailing in RTD), as more solutes are cycled. Mass-transfer
effects broaden all the recycle pulse trains, resulting in longer
residence times and broader residence time distribution. The
longer a pulse stays in SMB, the more pronounced the mass-
transfer effects.

If a smaller residence time is required for insulin stability,
a partial feeding strategy can be used to shorten the resi-
dence time of insulin. In this strategy, the feed should be
injected only during the second half-switching time in Ring I,
and during the first half-switching time in Ring II. The
pinched wave design can also shorten the residence time of
insulin. In this design, the zone III flow rate in Ring I should
be lower than the standing wave value and the zone II flow
rate in Ring II should be higher than the standing wave value.
VERSE simulation results confirm that both the partial feed-
ing strategy and the pinched wave design significantly reduce
the residence times of insulin. Decreasing the lengths of zone
II in Ring I and zone III in Ring II also helps shorten the
residence time of insulin. Either the partial feeding strategy
or the pinched wave design can be used in combination with
shorter zone lengths to further reduce the residence time of
insulin.
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Notation
a;= linear equilibrium distribution coefficient of component i,
m¥/m3 S.V.

C = concentration, kg/m?
D, = intraparticle diffusivity, m?/s
D= Brownian diffusivity, m%/s
DV'= dead volume
E(t)=residence time distribution function
E, = axial dispersion coefficient, m%/s
FJ=flow rate in zone j, m/s
F,= product flow rate, m’/s
F.= recycled flow rate, m*/s
k= film mass-transfer coefficient, m/s
K, = size exclusion factor
L = length of a single column, m
Ny= total amount of solute injected into SMB

N/;;=number of columns in zone j

NR%% = number of recycles to remove 5% of solutes from SMB
N9 = number of recycles to remove 95% of solutes from SMB
N/ = smallest number of switchings such that the fast-moving so-
lute no longer has access to zone II

2054 August 2003

Nf” "= number of additional switchings required for the fast-mov-
ing solute to reach the raffinate port after the Nf” th
switching '

N = number of additional switchings required for the slow mov-
ing solute to enter zone I after the N//th switching

N!M!'=smallest number of switchings such that the slow-moving
solute no longer has access to zone III

P=(1- €,)/e, = phase ratio, or the volume ratio of the particle
phase to the mobile phase
rc = recycle ratio
S = column cross-sectional area, m>
S.V.=solid volume, m?
t=time, s
t;, = injection time, s
t,, = mean residence time, s
tmin = Minimum residence time, s
trc., = residence time after the nth recycle, s
t,= switching time, s
ty.0s = breakthrough time, s
10_9§= extinction time, s
to=amount of time that the slow-moving solute spends in zone
I after the (N + N/")th switching, s
= amount of time that the fast-moving solute spends in zone
1T after the (Nf” + me — Dth switching, s
uj)= interstitial velocity in zone j, m/s = F/A€,S)
”.l;,z: linear velocity of solute i in zone j, m/s
ul, ;= net linear velocity of solute i in zone j with respect to the
feed port, m/s

11
Ly

Greek letters

8=K, e, +(1-K

i € )a; = retention factor of component i

e,i Ep
AN = amount of solute leaving SMB for a time period of At
€, = interparticle void fraction
€, = intraparticle void fraction
v= average port velocity, m/s
o= standard deviation, s
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Appendix: Derivation of Residence Time Based on
a Local Equilibrium Model

See Figure Al. The position of the feed port is set to be 0.
The traveling distance of a solute has a positive sign while
the solute is moving downstream from the feed port, but a
negative sign while the solute is moving upstream. The resi-
dence time of a solute corresponds to the amount of time
spent for moving from z=0to z= — N2 -L_or NH.L_.

First, we derive the residence time of a slow-moving solute
(extract product). The entire paths experienced by the solute
can be divided into three groups as shown in Figure A2.

Ti11 o 111y is the amount of time the solute spends in SMB
until it no longer has access to zone III. T is the amount
of time the solute spends in zone II until it enters zone L. T;
is the amount of time the solute spends in zone I until it exits
the extract port. The residence time of the solute in SMB is
the sum of Ty, 1y, Tiyr), and Ti,y. The solute injected at
time f;, migrates in zone III in the positive direction. After
the first switching, the solute enters zone II and its position is
given by [(¢,—t,)-u — L_]. During the second step (be-
tween the first switching and the second switching), the so-
lute travels toward zone III. If the amount of time required
to reach zone IIT (¢{7) is smaller than ¢, the position of the
solute after the second switching is given by

(t,—ti) uy = Lo+t ul + (4, —1f)-ul' =L, (Al

c

Desorbent Extract Feed Raffinate
A A

Y

I v

-N" L 0 +N5.L

Position (z) o L, o L.

Figure A1. Position of each port in SMB.
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Figure A2. Traveling path of a slow-moving solute in
SMB.

I _ I _
where ty' =t,, and ¢;" =

[ -y uly - L]

I
Us)

(A2)

After the second switching, the solute enters zone II and
travels toward zone III again during the third step. If the

amount of time required to reach zone III (¢J) is smaller

than ¢, the position of the solute after the third switching is
given by

2
(t,=t)uld = Lo+ X [df"uly+ (e, =1/ uly - L]
i=1
(A3)

where

I _
ty =

1
_ {(ts—lm)‘uﬁﬁ’—Lﬁ y [t,-”-ufé+(ts—t,«”)'u£é’—Lc]}

i=1

11
Us)

1
[ uly+ (=) uld — L]

i—1
=l‘1”— !

A4
% (A

If we repeat the above procedure N times, the position of
the solute after the Nth switching results in

N -1
(tx_tin)'u,gl_LC_l— Z [ti”'u.g+(t.s'_ti11)'u,gl_LC]

i=1

(AS5)

where t{ and t{’ are determined from Eq. A2. In addition
k-1
i, 1 Y., 1
Z [ti TUsy +(ts - ti )'us2 - Lc]

m_ a_ i=1
b =t

a1l (k=2)

(A6)
If N/ is defined as the smallest N such that ¢} is larger

than ¢,, the solute no longer has access to zone III after the
NMth switching. Therefore, the amount of time the solute
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spends in SMB until the N/'th switching corresponds to
Ti11 o 111)> which is the sum of the times in Eq. AS as follows

T(11e>111) (l tin)+ ts'(NsIH_l) (A7)
To simplify the expression for the position of the solute at

time Ty, ), we rearrange Eq. AS and substitute Eq. A6
into Eq. AS as follows

(The position of the solute at time T, ;7))

N!”*l

m) ulll Lc + Z [ti”'
i=1

- (1, e (o= of)ult - 1]

NI =2

m) u”1 Lc+ Z [ti”'

i=1

=t~ i (1= if") -t = 1]

)i LI _ i
+tN5111_1 us2+(ts tNJ.’”—l) Uy L

c

NI =2

=(t,—ty,)ulll =L+ Y [t/"u
i=1

N2

(t - tm) uIH Lc + Z [tiH' uslé
i=1

+ (1,1

Solving Eq. A12 for the ¢} gives

col

(Lo~ tyuld) N2 = (b, = tfhu_ ) -ult = (N2 1)L,

tl
0 “52
(A13)
T, =t§ (A14)

Finally, the residence time of the solute without recycle in
SMB (¢,,;,) is obtained from the sum of times T;;; ., 11, Ty11)
and T},

t m=(ts_tin)+ts'[(NYIH_l)J'_NYH] +t({ (Als)

If the solute is recycled back to zone II, the solute spends a
time period of (¢, — t{) in zone II and moves into zone I after

4 ( t,—tl ) syl — Lc] + port switching. Let ¢/ be the amount of time the solute spends

in zone I after the first recycle. The ¢! is determined by
equating the position of the extract port with the position of

_11) -uﬁl— Lc] the solute as follows

11
U

17 11 I]l 11 o I
u52+(ts_tNS1“—1) L —( tNS”’—l) Ug, LC

After the N/'th switching, the solute migrates in zone II.
To enter zone I, additional Nf’ switchings are needed and
determined as follows

(The position of the solute at time {7, .. 1, + T} )
= (The position of the solute at time T, ., ;1)) +uls-t

‘NI - NH. L. <— NI

col

‘L, (A9)

Substitution of Eq. A8 into Eq. A9 gives

(l‘s—l‘}{/{ulfl) 1” ( C ) ¢

Lc - t: usZ

NI >

N

(A10)

The smallest N7 that satisfies Eq. A10 is used to calculate
T
(1)

(A8)

Ncol Lc+(ts_t({)'us]§_]‘c+tll.u52= _Ncloll Lc (A16)
Solving Eq. A16 for ¢] gives
L.—(t,—t})-ul
t11 = % (A17)

Uy

Therefore, the residence time of the solute after the first re-
cycle (g ;) is given by

Irc,1=1Irco T (ts - to’) +1f (A18)

where frc =ty

If the above procedure is repeated, the residence time of the
solute after the nth recycle (t¢,) is given by

tRen =trRcn—1T (’s - tr{—l) +1, (A19)
Tun =t N/ (AlL)
where
After the (N1 + NDth switching, the solute exits the ex-
tract port within one switching period. Let ¢{ be the amount
of time the solute spends in zone I until it exits the extract ¢ (t -l 1) ull
I . . .. = (n=1) (A20)
port. The ¢, is obtained by equating the position of the ex- n ul
tract port with the position of the solute. 52
(The position of the extract port) = (The position of the solute at time {T;; ., 1)+ Tip)} ) +tloul,==—NI.L, (A12)
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Plugging serial numbers into Eq. A19, one has the following
equations in series

— 1 1
tRC,n _tRC,nfl +(ts _tn71)+tn

tRC,n71=tRC,n72+(ts nf )+tn71

Irc1=1trco T (f to) +1f

Addition of all the equations above gives

=tpeotn-ty—ti+1) (A21)

tRC,n

Since t! is a function of t!_, t!_,, and so on, Eq. A21 still
requires sequential calculations as presented below. To de-
rive the explicit expression for ¢/, we first subtract ¢!_, from
¢t} and plug serial numbers into the resulting equation as fol-
lows

_trffl (tnfl 2) (Lt /MYZ)
tnfl_tn 2 (tnf _tI 3) (Lt /MSZ)
th—ti= (tl_to) (u /‘452)

Multiplication of all the equations above gives
n—1
= (1 —15) - (uss/uss) (A22)

Plugging the numbers of » into Eq. A22, one has the follow-
ing equations in series

(tl _to) (” /’43[-2)rhl
trffl_tr{72=(t1_t0) (” iz)n_2

1 1 —
tn_tn—] -

tf—15=(t{ - 1)

N"'= Integer

Addition of all the equations above gives

ull ull -2
th—to=(t{ —15)- |1+ MS2)+ +(u§2)
ugg n—1
+= (A23)
Usy
Finally, ¢! is expressed into ¢ and ¢! as follows
1—(ug/u;
tr{= t({+(t1 - to) M (A24)
(14 /us2)

Substitution of Eq. A24 into Eq. A21 results in the final ex-
pression for fxc ,

L= (ub/uly)”

tRC,n:tRC,0+n'ts+(t1_tO) (m (A25)
s2/%s2

Similarly, the residence time of a fast-moving solute (raf-
finate product) can also be derived. Taking the same proce-
dures as in a slow-moving solute, one can obtain the mathe-
matical expression for the residence time of the fast-moving
solute. Below is the minimum residence time of the fast-mov-
ing solute (¢

min)

tmin = (1, = i)+ 1o [ (N =1) + (NPT =1) | + " (A26)

where Nf” is the smallest N that satisfies the following equa-

tion
(S t” )u’” L.>0 (A27)

where ¢}, are calculated from the following two equations

( ) III

thh=y, | = m (A28)
usl
k—1
X [ ulf+(t— i) uli ~ L]
(=gt - =1 - (k=2)
usl

(A29)

The other terms in Eq. A26, N/ and ¢§"" are determined by

117 _
ty

NI Ly~ (1=t ) a4+ INE L~ (1= el )
Vi (A30)
2><(t Uy L)
NI L+ NF(L,— te ) el ull
W (A31)
sl
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where the operator “Integer” is used to round up the value
inside parenthesis.

Furthermore, the residence time of the fast-moving solute
after the nth recycle (t¢,) is calculated from

v, II\"
1_(usl Usy

_ . mr_ iy | 2 \Bs1/%s1 )
IRc,n =IrcoTh I+ ([1 ) ) 1— (MIV i
s1 sl

(A32)

where

Lo—(t,—t") ul
T (A33)
Uy

_ [ _
IRco=tmin and ¢ =
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